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Name 



Use 1) 



Length (bp) 



Sequence (5 ' -3 ' ) 



EF16 

JM1 
JM6 

JM7 

JM20 



PCR(+) 

PCR(-) 
PCR(-) 

PCR(+) 

PCR(+) 



36 

27 
30 

30 

44 



TGTAAAACGACGGCCAGTATCACGAGG 
CCCTTTCGT 

GGAAGATCTGCCTCAGAAATGAGGGCC 

CATGGTACCAGGCGTTTTATTATTCCCT 
AC 

CGGGGTACCCTTAATCCTACAAAAGAA 
AGT 

AAGGGTACCTTTGAAATACTCCGGAGTA 
ATATTTTTGAGGTGTTC 



1) 

(+) and (-) relate to the coding (+) and the DNA strand 
complementary thereto (-) . 
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GCATCCGTGTGGATGAAGATCACTGGAGGAATAAGCTCTGGTAAGCTTAATGACGGGCAA 
1 _ + + + ^__ + + + 6Q 

A SVWMKITGG I SSGKLNDGQ 

AATAAAACAACAACCAATCAGTTTATCAATCAGCTCGGGGGGGATATTTATA 
61 + + + + + + 120 

NKTTTNQFINQLGGDIYKFH 



GCTGAACAACTGGGTGATTTTACCTTAGGGATTATGGGAGGATACGCGAATGCAAAAGGT 
L + + + + + + 

AEQLGD FTLG IMGGYANAKG 
^ AAAACGATAAATTACACGAGCAACAAAGCTGCCAGAAACACACTGGATGGTTATTCTGTC 
KT I NYTSNKAARNTLDGY S V * 



GGGGTATACGGTACGTGGTATCAGAATGGGGAAAATGCAACAGGGCTCTTTGCTGAAACT 
241 + + + + _ + + 300 

GVYGTW^TQNGENATGLFAET 



TGGATGCAATATAACTGGTTTAATGCATCAGTGAAAGGTGACGGACTGGAAG 
WMQYNWFNASVKGDGLE E EK + 



TATAATCTGAATGGTTTAACCGCTTCTGCAGGTGGGGGATATAACCTGAATGTGCACACA 
361 + + + + + + 4 2o 

Y NLNGLTASAGGGYNLNVHT 

TGGACATCACCTGAAGGAATAACAGGTGAATTCTGGTTACAGCCTCATTTGCAGGCTGTC 
421 + + + + + + 480 

WTSPEGITGEFWLQPHLQAV 



TGGATGGGGGTTACACCGGATACACATCAGGAGGATAACGGAACGGTGGTGCAGGGAGCA 
WMGVT PDTHQEDNGTVVQGA + 



GGGAAAAATAJVTATTCAGACAAAAGCAGGTATTCGTGCATCCTGGAAGGTGAAAAGCACC 
541 + + + + + + 600 

GKNNIQTKAGIRASWKVKST 

CTGGATAAGGATACCGGGCGGAGGTTCCGTCCGTATATAGAGGCAAACTGGATCCATAAC 
601 + + + + + + 66Q 

LDKDTGRRFRPYIEANWIHN 

ACTCATGAATTTGGTGTTAAAATGAGTGATGACAGCCAGTTGTTC 
661 + + + + + + 720 

THEFGVKMSDDSQLLSGSRN 



CAGGGAGAGATAAAGACAGGTATTGAAGGGGTGATTACTCAAAACTTGTCAGTGAATGGC 
+ + + + + - ^ ; + ni 

Q G E I K TG I E G V I T.Q N L S V N G * - 

GGAGTCGCATATCAGGC AGGAGGTCACGGGAGC AATGCCATCTCCGGAGCACTGGGGATA '"* 

+ + + + - + S4 

GVAYQAGGHGSNAI SGAL.G I - 



AAATACAGCTTC 

841 + 852 

K Y S F 
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Figure 8 



CTGCGCCTGCGCGCCGACGCCGGCGGGCCATGGGCGCGTACGTTCAGCGAGCGCCAGCAG 
LRLRADAGG PWA RTF S E R Q Q + 

ATCAGCAACCGCCACGCCCGCGCCTACGACCAGACGGTCAGCGGGCTGGAGATCGGCCTG 
ISNRHARAYDQTVSGLEIG L~ + 
GACCGTGGCTGGAGCGCGTCGGGCGGGCGCTGGTACGCCGGCGGCCTGCTCGGCTACACC 
DR .GWSA SGGRWYAGGLLGY T~ + 
TATGCCGACCGCACCTATCCCGGCGACGGTGGCGGCAAGGTCAAGGGCCTGCACGTCGGC 
YADRTYPGDGGGKVKG L + H v"cT + 
GGCTACGCCGCCTATGTCGGCGATGGCGGCTACTATCTCGACACCGTGCTGCGGCTGGGC 
GYAAYV-GDGGYYLDTV L + R ~L~~cT + 
CGCTACGATCAGCAATACAACATTGCCGGCACCGATGGCGGCCGCGTCACCGCCGACTAC 
RYDQQYNIAGTDGGRVTADY + 
CGCACAAGCGGCGCCGCATGGTCGCTCGAAGGCGGGCGCCGGTTCGAGCTGCCCAACGAC 
RTSGAAWS LEGGRRFEL PND + 
TGGTTCGCCGAACCGCAGGCCGAGGTCATGCTGTGGCGCACGTCAGGCAAGCGCTATCGC 
WFAEPQAEVMLWRTSGKRYR^ 



GCCAGCAATGGCCTGCGCGTCAAGGTGGACGCCAACACCGCCACGCTGGGCCGCCTGGGC 
481 + + + + + + 54Q 

ASNGLRVKVDANTATLGRLG 



TTGCGCTTCGGCCGCCGCATCGCCCTGGCCGGCGGCAACATCGTGCAGCCCTACGCCAGG 
LRFGRRI ALAGGN IVQPYAR + 

CTCGGCTGGACGCAGGAGTTCAAAAGCACGGGCGATGTGCGCACCAATGGCATTGGCCAT 
LGWTQEFKSTGDVRTNG I G H + 



GCCGGCGCAGGCCGCCACGGCCGCGTGGAACTGGGCGCGGGCGTCGACGCCGCGTTGGGC 
661 + + + + + + 72Q 

AGAGRHGRVEL GAGVDAALG 



AAGGGGCACAJ^CCTCTATGCTTCGTACGAGTACGCGGCGGGCGACCGGATCAACATTCCG 
KGHNLYASYEYAAGDR' I NI .p~ + 



TGGTCGTTCCACGCCGGCTACCGCTACAGCTTC 
781 + + + „_ 813 

WSFHAGYRYSF - 
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Figure 9 



CAAAGCCTGTTCGCATTAGAAGCCGCACTTGAGGTTATTGATGCCCCACAGCAATCGGAA 
. + + + + + + 6 

QSLFALEAALEVIDAPQQSE 

AAAGATCGTCTAGCTCAAGAAGAAGCGGAAAAACAACGCAAACAAAAAGACTTGATCAGC 
. ■ + + + + + + 1 

KDRLAQEEAEKQRKQKDLIS 

CGTTATTCAAATAGTGCGTTATCAGAATTATCTGCAACAGTAAATAGTATGCTTTCTGTT 

RYSNSAL SELSATVNS M + L ~S~~\T + - 

CAAGATGAATTAGATCGTCTTTTTGTAGATCAAGCACAATCTGCCGTGTGGACAAATATC 

+ _+ + + + 2 

QD- ELDRLFVDQA QSAVWTNI - 

GCACAGGATAAAAGACGCTATGATTCTGATGCGTTCCGTGCTTATCAGCAGCAGAAAACG 

+ + + + + + 3 

AQDKRRYDSDAFRAYQQQKT 

AACTTACGTCAAATTGGGGTGCAAAAAGCCTTAGCTAATGGACGAATTGGGGCAGTTTTC 

+ + + + + 3 ( 

NLRQIGVQKALANGRIGAVF 

TCGCATAGCCGTTCAGATAATACCTTTGATGAACAGGTTAAAAATCACGCGACATTAACG 

+ + + + + + 4' 

SHS RSDNTFDEQVKNHATLT 

ATGATGTCGGGTTTTGCCCAATATCAATGGGGCGATTTACAATTTGGTGTAAACGTGGGA 

+ + + + + + 4 j 

MMSGFAQYQWGDLQFGVNVG 

ACGGGAATCAGTGCGAGTAAAATGGCTGAAGAACAAAGCCGAAAAATTCATCGAAAAGCG 

* + + + + + 5, 

TGISASKMAEEQSRKIHRKA 

ATAAATTATGGCGTGAATGCAAGTTATCAGTTCCGTTTAGGGCAATTGGGCATTCAGCCT 

+ + + + + + 5( 

INYGVN.AS YQFRLGQLG I Q P 

TATTTTGGAGTTAATCGCTATTTTATTGAACGTGAAAATTATCAATCTGAGGAAGTGAGA 

+ + + + + + 6< 

YFGVNRYFIERENYQSEEVR 

GTGAAAACGCCTAGCCTTGCATTTAATCGCTATAATGCTGGCATTCGAGTTGATTATACA 

+ + + + + + 7: 

VKTPSLAFNRYNAGIRVDYT 

TTTACTCCGACAGATAATATCAGCGTTAAGCCTTATTTCTTCGTCAATTATGTTGATGTT 
+ + + + + + 7{ 

FTPTDNI SVKPYFFVNYVDV 

TCAAACGCTAACGTACAAACCACGGTAAATCTCACGGTGTTGCAACAACCATTTGGACGT 
: _ + + + + -+ + 8 < 

SN.ANVQTTVNLTVLQ QP F G .R^.-< 

TATTGGCAAAAAGAAGTGGGATTAAAGGCAGAAATTTTACATTTCCAAATTTCCGCTTTT 
+ + + + + + 9( 

YWQKEVGLKAEILHFQISAF 

ATCTCAAAATCTCAAGGTTCACAACTCGGCAAACAGCAAAATGTGGGCGTGAAATTGGGC 
+ + + + + + 9i 

ISKSQGSQLGKQQNVGVKLG 



TATCGTTGG 

961 969 

Y R W 
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Figure 10 

ACCTCAATCTACACCACAGTACAGGCAGGATGGGATCATGTATTTGGCAGCGAGGGTGGA 

^ + + + + + + 60 

TSIYTTVQAGWDHVFGSEGG 

AATGACTTTTTAGGTTTTGCTGTGGCTTATGCAGGTGCAGCGATC 

61 + + + + + + 120 

NDFLGFAVAYAGAAMS SEKK 

GAACAGCTAGTAAATGGTGCACAAAAGGGAGTAAAATCCAGCGGTGGAAATGCCTTTGAA 

121 + + + + + + 180 

E Q LVNGAQ KGVK S S GG NAF E 

ATCTCGCTCTACAACTCCTATGTACAAGATGGTGCTGCTTCTAGCACAGATTTCAAGTAT 

181 + — + + * + + 240 

I SLYNSYVQDGAAS ST DFKY 



GG TTTTTATAGTGATAGCGTGGCAAAATTCAGCTTCTTGTGGAACAAGCTTACAATGTTT 

+ + + + + + 

GFYSDSVAKFSFLWNKLTMF 

GGTGAGGACAGCTCTCCTAACATGCAAAACTTTGGTTTCACCTTCTCTCAAGA 

+ h + + + + 

GEDSSPNMQNFGFTFSQEIG 

TATCGCTTCTTGCTAGGAAATCACAACGAGTGGTATATCACTCCACAAGGGCAAGTTGCT 

+ + + + + + 

Y RFLLGNHNEWYITPQGQVA 

TTAGGTTATTTCAACCAAAGCAATATCAAGCAAACCCTAGGAAGCCACTGGCTAAAAGGC 

+ 1 + + + + + 

LGYFNQSN IKQTLGSHWLKG 

GAGCAAAGTTCTATCTTCACAGTGCAGGGGCGAATTGGAAGCAACTTTGGTTATAGATTT 

+ + + + + + 

EQSSIFTVQGRIGSNFGYRF 

AATCAATTCACTGAAGACAAGGGCTGGGCTTCAGAGCTTTAT^ 

+ + + + + + 

NQFTEDKGWASELYLGLWY I 



GGCGATTATATCAGTGGTGGCAATCTTACCCTCGTGTCTGACCTAGGTTCTGTAAACACT 

601 + + + + + + 660 

GDYISGGNLTLVSDLGSVNT 



TTAAGGACTTTGAGCTCTACTGGTAGATTTGCCTTTAACATTGGTACA 

+ + + + + + 

LRTLS STGRFAFNIGTNFVV 

AAAGATAATCATAGATTCTACTTTGATTTTGAAAGAAGCTTTGG 

+ + + + + + 

KDNHRFYFDFERSFGGKI IT . 

GATTACCAATTCAACATTGGCTATCGCTATAACTTTGGCGAA 

+ + + + t+ — :.-"!--+-- 

DYQFNIGYRYN F»'"2G' E N R K Y V S . 

CTTCTTGCAGGTAGTATGAAAGACACTATCAAAAAAGATGATAAGAAAGAAAACAAAGAA 

+ _ + + + + 

L LAG S MKD.T I KKDDKKEN K E 



GAGACAGAAGAAATTGAG 
901 + 918 
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Figure 11 



GAAACCACCATGTGGATTCGTACTGTTGGTGGACATAATGAGCATAATTTAGCTGATAGA 
ETTMWIRTVGGH NEHNL + A D~~R~ + 



CAATTAAAAACCACAGCTAACAGGATGGTTTATCAGATTGGTGGAGATATTTTGAAGACA 
61 + + + + + + 

QLKTTANRMVYQIGGDILKT 

AACTTCACTGATCATGATGGCTTGCATGTGGGTATTATGGGAGCTTATGGAT 
1^1 + + + + + 180 

NFTDHDGLHV GIMGAY GYQD 

AGCAAAACTCATAATAAGTATACTAGTTATAGTTCACGAGGAACTGTGAGCGGTTATACT 

SKTHNKYTSYSSRG ~t"v~~S + ~<T~y"t~ + 

GCGGGTTTGTACAGTTCTTGGTTTCAGGATGAAAAAGAACGAAC 
241 + + + + + + 300 

AGLYSS-WFQDEKERTGLYMD 

GCTTGGTTGCAGTACAGTTGGTTTAATAAT^^ 
301 + + + _ — + + + 360 

AWLQYSWFNNTVKGDGLTGE 

AAATATTCCAGCAAAGGAATAACAGGAGCTTTGGAAGCTGGCTATATCTACCCAACCATA 
361 + + + + + + 42Q 

KYSSKGIT GALEAGYIYPTI 

CGCTGGACTGCTCATAATAATATTGACAACGCATTGTATCTCAATCCACAAGTCCAGATA 
421 + + + + + + 480 

RWTA HNNI DNALYLNPQVQI 

ACTAGGCATGGGGTAAAAGCAAACGACTATATTGAACACAATGGCACTATGGTCACATCC 
481 + + + + + + 54Q 

TRHGVKANDY I EHNGTMVTS 

TCTGGGGGCAATAATATTCAAGCAAAATTGGGATTGCGTACATCCTO 
541 + + + + + + 6Q0 

SGGNNIQAKLGLRTSLISQS 

TGTATCGATAAGGAGACTCTTCGTAAGTTCGAACCAT^^ 
601 + + + + + + 660 

CIDKETLRKFEPFLEVNWKW 

AGCTCAAAGCAATATGGTGTAATTATGAATGGCATCTCAAATCACCAGATAGGCAACCGT 
661 + + + + + + ?20 

SSKQYGVIMNGMSNHQIGNR 

AATGTGATTGAACTCAAAACTGGTGTGGGGGGGCGTCTTGCAGA 
721 + + + + + + 780 

NV I ELKTGVGGRLADNLS I W _ - 

GG AAACGTATCTCAGCAATTGGGTAATAACAGTTACAGAGACACCCAAGGTAITT^ 
781 + + + + — + 840 

GNVSQQ LGNNSYR.DTQG ILG 



GTGAAATATACCTTC 
841 + 855 
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Figure 12 

CTGGGCGAGTTGCGCCTGAATCCGGACGCCGGCGGCGCCTGGGGCCGCGGCTTCGCGCAA 
1 + + + + + + 6Q 

LGELRLNPDAGGAWGRGFAQ 

CGCCAGCAGCTGGACAACCGCGCCGGGCGGCGCTTCGACCAGAAGGTGGCCGGCTTCGAG 
61 + + + + + + 12Q 

RQQLDNRAGRRFDQKVAGFE 



CTGGGCGCCGACCACGCGGTGGCGGTGGCCGGCGGACGCTGGCACCTGGGCGGGCTGGCC 
LGA D.HAVAVAGGRWHLGGLA* 
GGCTATACGCGCGGCGACCGCGGCTTCACCGGCGACGGCGGCGGCCACACCGACAGCGTG 
G Y T R G D R G F T G D G G G H T D S V* 

CATGTCGGGGGCTATGCCACATATATCGCCGACAGCGGTTTCTACCTGGACGCGACGCTG 
HVGGYATY IADSGFYL D + A t""l" + 



CGCGCCAGCCGCCTGGAGAATGACTTCAAGGTGGCGGGCAGCGACGGGTACGCGGTCAAG 
301 + + + + + + 360 

Q RASRLENDFKVAGSDGYAVK 

P GGCAAGTACCGCACCCATGGGGTGGGCGCCTCGCTCGAGGCGGGCCGGCGCTTTACCCAT 
^ 361 + + + + + + 420 

T t GKYRTHGVGASLEAGRRFTH 



O GCCGACGGCTGGTTCCTCGAGCCGCAGGCCGAGCTGGCGGTATTCCGGGCCGGCGGCGGT 
y 421 + + + + + + 

ff\ ADGWFLE PQAELAVFRAGGG 



s GCGTACCGCGCGGCCAACGGCCTGCGGGTGCGCGACGAAGGCGGCAGCTCGGTGCTGGGT 

H 481 + + + + + + 540 

rU AYRAANGLRVRDEGGS SVLG 

fl CGCCTGGGCCTGGAGGTCGGCAAGCGCATCGAACTGGCAGGCGGCAGGCAGGTGCAGCCA 

w| 541 + + + + + + 600 

*Q RLGLEVGKRIELAGGRQVQP 



TACATCAAGGCCAGCGTGCTGCAGGAGTTCGACGGCGCGGGTACGGTACACACCAACGGC 

YIKASVLQEFDGAGTVHTNG + 

ATCGCGCACCGCACCGAACTGCGCGGCACGCGCGCCGAACTGGGCCTGGGCATGGCCGCC 

IAHRTELRGTRAELGLGMAA + 

GCGCTGGGCCGCGGCCACAGCCTGTATGCCTCGTACGAGTACTCCAAGGGCCCGAAGCTG 
+ + + + + + 

ALGRGHSLYASYEYSKGPKL 



GCCATGCCGTGGACCTTCCACGCGGGCTACCGGTACAGCTGG 
781 + + + — +„ 8 22 

AMPWTFHAGYRY -S -W' 
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Figure 13 

CTGGGCGAGTTGCGCCTGAATCCGGACGCCGGCGGCGCTTGGGGCCGCGGCTTCGCGCAA 
1 + + + + + + 6Q 

LGELRLNPDAGGAWGRGFAQ 



CGCCAGCAACTGGACAACCGCGCCGGGCGGCGCTTCGACCAGAAGGTGGCCGGCTTCGAG 
R QQ L DNR AG RRFDQKVAG F E + 



CTGGGCGCCGACCACGCGGTGGCGGTGGCCGGCGGGCGCTGGCACCTGGGCGGGCTGGCC 

121 7"Z"Z"t + + + + + 180 

LGADHAVAVAGGRWHLGGLA 



GGCTATACGCGCGGCGACCGCGGCTTTACCGGCGACGGCGGCGGCCACACCGACAGCGTG 
GYTRGDRGF-TGDGGGHTDSv" r 
CATGTCGGGGGCTATGCCACCTATATCGCCAACAGCGGTTTCTACCTGGACGCGACGCTG 
HVGGYATY IANSGFYLDAT L~ + 
CGCGCCAGCCGCCTCGAAAATGACTTCAAGGTGGCGGGCAGCGATGGGTACGCGGTCAAG 
RASRLENDFKVAGSDGYAVK* 



GGCAAGTACCGCACCCATGGGGTAGGCGTCTCGCTCGAGGCGGGCCGGCGCTTCGCCCAT 
361 + + + + + + 42Q 

GKYRTHGVGVSLEAGRRFAH 

GCCGACGGCTGGTTCCTCGAGCCGCAGGCCGAGCTGGCGGTGTTCCGGGTCGGCGGCGGT 
421 + + + + + + 480 

ADGWFLE PQAELAVFRVGGG 



GCGTACCGCGCGGCCAATGGCCTGCGGGTGCGCGACGAAGGCGGCAGCTCGGTGCTGGGT 

+ + + + + ■+- 

AYRAANGLRVRDEGGS SVLG 
CGCCTGGGCCTGGAGGTCGGCAAGCGCATCGAACTGGCAGGCGGCAGGCAGGTGCAGCCA 
RLGLEVGKR IELAGGRQVQ P + 



TACATCT^AGGCCAGCGTGTTGCAGGAGTTCGACGGCGCGGGTACGGTACGCACCAACGGC 
601 + + + + + + 66Q 

YIKASVLQEFDGAGTVRTNG 



ATCGCGCATCGCACCGAACTGCGCGGCACGCGCGCCGAACTGGGCCTGGGCATGGCCGCC 
+ + + + + + 

I AHRTELRG TRAELGLGMAA 



GCGCTGGGCCGCGGCCACAGCCTGTATGCCTCGTACGAGTACTCCAAGGGCCCGAAGCTG 
721 + + + + + + 780 

ALGRGHSLYASYEYSKG PKL 

GCCATGCCGTGGACCTTCCACGCGGGCTACCGGTACAGCTGG * ... . 

781 + + +-r- 822 ' " ,5, 'V" j 

A M P W T F H A . G r Y >R A Y " * S W 
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AAGTTTGGTCCGTGGATAAGCCCGTTTGTCGGTAATGCAACGCAGAAGATGTGTAACAGT 
KFGAWISPFVGNATQKMC N~~S~ + 



^ i ATAAGTGGTTATAAGTCTGATACAACTGGTGGCACTATAGGTTTTGACGGCTTCGTTAGC 

ISGYKSDTTGGTI g"f"d"g + ~F~~V~~S~ + - 2 ° 

121 G ATG ATCTAGC ac tcggacttgc ATATAC AAG AGCCGATACTGAC ATTAAGCTAAAAAAT 

DDLALGLAYTRADTD I K + L K N~ + 

AATAAAACGGGCGATAAGAATAAGGTAGAGAGCAACATCTATTCTTTATACGGTTTATAT 
181 — — "- ——4- — — — — ————— + — — — '- + -' — — — — -' — — —+— — — — — — — ——4,_,_ ^ Ojir 1 

N K T G DK N K V E S N I Y S L~Y ~g"l"y~ + - 
241 AATCTACCTOATCA; ^ rcTC, ^ G, ^^ GC 

NVPYENLFVEAIAS V's'^D^^'k'*!** -°° 

AGAAGCAAATCAAGACGTCTTATTGCAACGACACTAGAGACTGTCGGTTATCAA^ 
301 ------- + ---- — --- + ------_-- + __________________ + 36Q 



RSKSRRVIATTLETVGYQ 



T A 



AACGGTAAGTATAAATCCGAAAGCTATACAGGTCAGTTAATGGCTGGTTATACCTATATG 
361 — — — -— — + j. + 420 

N GKYKSESYTGQLMAGYTY ~M~ - 



ATGCCTGAGAACATTAACTTAACACCGCTAGCTGGGCTTAGATATTCGACTATCAAAGAT 
MPENINLTPLAGLRYST + i"k"d~ + 



AAGGGCTATAAGGAAACCGGTACTACTTACCAAAATCTTACCGTTAAAGGCAAGAACTAT 
481 + + + A ^ + 54Q 



KGYKETGTTYQNLTVKGKNY 
AATACTTTCGACGGTTTACTCGGTGCTAAAGTATCAAGTAATATCAATGT^ 
NTPDGLLGAKVSSNINVNE I~ + 



GTGCTAACACCTGAGCTTTACGCAATGGTCGATTATGCATTCAAGAATAAAGTTTCGGCG 
601 + + + + + + 660 

VLTPELYAMVDYAFKNKVSA 



ATTGATCCAAGGTTACAAGGTATGACTGCTCCTCTTCCAACC 

IDARLQGMTAPLPTNSFKQS + 



AAAACAAGTTTTGATGTCGGTGTCGGTGTTACTGCTAAGCATAAAATC 
721 + + + + 780 



KTSFDVGVGVTAKHKMME 



Y R 



ATTAACTACGATACC AATATCGG AAGTAAG TATTTCGCTC AGC AAGGTAGTGTAAAAGTT v ' ' 
781 + + ^ - — t + 840 



INYDTNIGSKYFAQQG,:S V 

CGTGTTAATTTT 

841 + -- 852 

R V N F 



K V 
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Figure 15 



TCTTATGGTGTATGGGCTAAACCTTTCTATAACATTGCAGAACAAGAC 
SYGVWAKPFYNIAEQD K G~~G~ + 



^ ATAGCTGGTTATAAAGCAAAAACTACTGGGGTTGTAGTTGGTTTAGATACTCTCGCTAGC 
IAGYKAKTTGVVVGLD T + L A ~S~ + 

GATAACCTAATGATTGGGGCAGCTATTGGGATCACTAAAACTGATATAAAACACCAAGAT 
121 ■ + + . + + + + 

DNLMIGAAIGITKTDIKHQD 

TATAAGAAAGGTGATAAAACTGATATTAATGGTTTATCATTCTCTCTATATGGTTCCCAA 
181 — - + + + + + 24Q 

YKKGDKTDINGLSFSLYGSQ 

CAGCTTGTTAAGAATTTCTTTGCTCAA 
241 + + + + + + 300 

QLVKNFFAQGNS IFTLNKVK 

AGTAAAAGTCAGCGTTACTTCTTCGAGTCTAATGGTAAGATGAGCAAGCAAATTC 
301 + + + + + 360 

SKSQRYFFESNGKMSKQIAA 



GGTAATTACGATAACATGACATTTGGTGGTAATTTAATATTT^ 

GNYDNMTFGGNLIFGY D + ~y"n~~A~ + 
ATGCCAAATGTATTAGTAACTCCAATGGCAGGACTTAGCTACTTAAAATCTTCTAATG 
MPNVLVTPMAGLSYLK S + ~S~~n"e~ + 



AATTATAAAGAAACCGGTACAACAGTTGCAAATAAGCGCATTAATAGCAAATTTAGTGAT 
NYKETGTTVANK "r"i"n""s"k + "f"s"d" + "° 

AGAGTCGATTTAATAGTAGGGGCTAAAGTAGCTGGTAGTACTGTGAATATAACTGATATT 
541 + + «. A _ + 60Q 



RVDLIVGAKVAGSTVNITD 



I 



GTGATATATCCGGAAATTCATTCTTTTGTGGTGCACAAAG 
601 — — — — — — + — ————— — — — _ — —+—____ — _ + _ — — + 660 

VIYPEIHSFVVHKVNGK L~~S~~N~ + - 

TCTCAGTCTATGTTAGATGGACAAACTGCTCCATTTATCAGTCAACCTGATAGAACTGCT 
661 + + + + + + 72Q 

SQSMLDGQTAPFI SQPDRTA 

AAAACGTCTTATAATATAGGCTTAAGTGCAAACATAAAATCTGATGCTAAGATGGAGTAT 
'21 + + k + — _ + 730 

KTSYNIGL.SANIKSDAKMEY 

7 81 ^ TATC ^^ ATCAT '^ AA " CTCCAA ^^ . 
G I G Y D F N S A S K Y T A H Q G + T™~~K~ + 

GTACGTGTAAACTTC 

841 — + 855 

V R V N F 
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Figure 16 



^ GCTTACGGTATATG<^CAAAACCTTTCTATACTGATGCACATCAAAGTAAGAAAGGTGGT 
AYGIWAKPFYT DAHQ ~S~~K + ~K~~G~~G~ + f° 

ttagctggttataaagctaaaaccaccggtgtcgtaatcggtttagatacgctagctaac 

61 — — — -"— — — — — + — — — — — — — — —+— — — — — — — — _ + +———-————-+_. ion 

lagykakttgvvigl d t "l ~a~ n + - 
gataatttaatgatcggtgctgctatcggtatcactaaaactcatataaaacatcaagat 

121 + + + + + . 180 

DNL MIGAAIGITKTDIKHQD - 

181 ^^^^^^^^^ATAAAACCGACGTTAACGGTTTCTCATTCTCTCTATATGGTGCCCAG 

YK KGDKTDVNGF s"~f"~S~~L~~y' , ""g~"a"~q" + - 4 ° 

241 ^^^"^^ c ^t^^ctcaaggtagtgcaatatttagcttaaac 

QLVKNFF + AQG + s"a""i~"f~"s~"l"~N + "q"v~"k" + -°° 

301 ^^^^ TCAGCGTOA ^^^ G ATGCTAACGGTAATATGAGCAAGCAAATTGCTGCC 

NKSQRYFFDA + NG "n"~M~"s""k~~Q +_ I~"a~"a" + 

GGTCATTACGATAACATGACATTTGGTGGTAACTTAACAGTCGGTTATGATTACAATGCA 
361 — + — — 4. — — — + — — ——+ — _ — — — _.» ^ + 420 

GHYDNMTFGGNLTVGYDY N~~'A~* - 

MQGVLVT + PM A~ + G~"l"s"y""l""k~"s + ~s"d"~E~ + 
481 AACTACAAAGAAACCGCTACAACAG ' I ^ C? ^ C ^GCAAGT^ 

NYKETGT + TVA + N "k""q""v"n""s""k + "f""s"d" + 
541 AGAACCG ATTTAATAGTAGGTGCTAAAGTAGCCGGC AGTACTATGAAC ATAACTGATCTT 

RTDL IVGAKV + A G ~s"t~~M~~n"i + ~t"d~~L~ + f°° 

GCGGTATATCCAGAAGTTCACGCTTTTGTGGTTCAC AAAGTAACCGGTAGATTATCTAAA 
601 + + + + + 

AVYPEVHAFVVHKVTGRLSK - 

ACTCAGTCTGTATTAGACGGACAAGTTACTCCGTGTATCAACCAGCCTGACAGAACCACT 
bol + + + + + 

TQSVLDGQVTPCINQPDRTT 
721 A ^ AACATC " ATAA '^ AGG '^^ G TCCAAGCATAAGATCTGATGCTAAGATG^ 

KTSYNLGLSA + SIR s"d"a"k + ~M~~E~ ~Y~ + - 8 ° 
GGAATCGGTOACGATCCTCAGAT ^CAAGTAAATATACTGCACATCAAGGTACTCTAAAA • 

78i + + + + 840 

GIGYDAQ1 SSKYT.AHQ GT' LK 

GTCCGTGTAAACTTC 

841 - + 855 

V R V N F - 
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Figure 17 



TCTTATGGTGTATGGGCTAAACCTTTCT^ 

SYGVWAKPFYNIAEQD ~K + ~k"g"(T + 



CTAGCTGGTTATAAAGCAAAAACTGCTGGTGTTGTAGTTGGTTTAGATACTCTCGCTAAT 
61 + + + + + 

LAGYKAKTAGV VVGLDTLAN 

GATAACCTAATGATTGGTGCAGCTATTGGTATCACTAAAACTGACATAAAACACCAAGAT 
121 + + + + + 

DNLMIGAAIG ITKTDIKHQD - 
TATAAAAAAGGTGATAAAACTGATATTAAGGGTTTATCCTTCTCTCTATATGGTC 

181 -f — + — + + — — - — + OACi 

YKKGDKTDIKGLSFS LY g"a"q~ + - 

241 C AGCTOTOAMA ^^^ 

QLVKNFFAQGSAIFTL N + K V ~K~ + -°° 

AGTAAAAGTCAGCGTTACTTCTTCGATGCTAATGGTAAGATGAACAAGCAA^ 
301 + + + + + + 360 

SKSQRYFFDANGKMNKQIAA 

GGTAATTATGATAACATAACATTCGGTGGTAATTTAATGTTTGGTTATGAT^ 
361 + + + + + + 42Q 

GNYDNITFGGNLMFGYDYNA 



CTGCAAGGTGTATTAGTGACTCCAATGGCAGGGCTTAGCTACTTAAAATCTTCTAATGAA 
421 + + + . . + 480 



LQGVLVTPMAGLSYLKS SNE 
AACTATAAAGAAACTGGTACTACAGTTGCAAATAAGCGCATTCACAGCAAATTTAGTGAT 
NYKETGTTVANKR t IHSK + F ~s"d~ + 
AGAATCGATTTAATAGTAGGTGCTAAAGTAACTGGTAGTGCTATGAATATAAATGATATT 
RIDLIVGAKVTGSAMNI + N~~d"i~ + 
GTGATATATCCAGAAATTCATTCTTTTGTAGTGCACAAAGTAAATGGTAAGCTATCTAAG 
VIYPEIHSFVVHKVNGKLSK^ 
GCTCAGTCTATGTTAGATGGACAAACTGCTCCATTTATCAGTCAGCCTGATAGAACTGCT 
AQ SMLDGQTAPFI S Q P D R T A + 

AAAACATCTTATAATATAGGCTTAAGTGCAAATATAAGATCTGATGCTAAGATGGAGTAT 
KTSYNIGLSANIRSDA K + M E~~Y~ + 



7 81 GGTATC ^ TOATCAT1 ^^ TC 

GIGYDFNA A S, K Y T A H Q G + T l"k~ + " '-^ 

GTACGTATAAATTTC 

841 + 855 

V R I N F 
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Figure 18 



CAGGGGGATGCCGGTGTCTGGGCACGCATAATGAATGGTACCGGTTCGGCAGATGGTGAC 
QGDAGVWARIMNGTGSA^D G~~rT + 



^ TACAGCGATAACTACACTCACGTTCAGATTGGTGTCGACAGAAAGCATGAGCTGGACGGT 

Y SDNYTHVQ I + G V D R K~~h"e + ~L~~d"<T + "° 
GTGGATTTATTTACGGGGGCATTGCTGACCTATACGGACAGCAATGCAAGCAGCCACGCA 

™" ™ ~ ™ " ~ ~ ™* ^ ~ ~ ' ™" — ~" ™ — ™* " "4* — ™* * — "* + ~ — ~ ~ "* ~* ™ — ~ — — — ™ — . _ « _ _ 1 O y-\ 

VD LFTGALLTYTDSN AS ~S~~H~ A~ + - 

TTCAGTGGAAAAAACAAATCCGTGGGTGGCGGTCTGTATGCCTCTGCACTCriTAATTCC 
181. — — — — — — — — — 4. — — — — + — — — — — — — _. oin 

fsgknksvggglyasa"l"f" n~"s + 

GGAGCTTATTTTGACCTGATTGGTAAATATCTCCATCATGATAATCAGCACACGGCGAAT 
241 + + + + + 

GAYFDL I GKYLHHDNQHT~A ~N~ + - 

TTTCCCTCACTGGGAACAAAAGACTACAGCTCTCATTC 
^01 + + + + + + 360 

FASLGTKDYSSHSWYAGAEV 

GGTTATCGTTACCACCTGACGAAAGAGTCCTGGGTGGAGCCACAGATAGAGCTGGTTTAC 
361 + + + + + + 420 

GYRYHLTKESWVEPQIELVY 



GGTTCTGTATCAGGAAAAGCTTTTAGCTGGGAAGCCCGGGGAATGGCTCTGAGCATGAAA 
421 + + + + + + 48Q 

GSVSGKAFSWEARGMALSMK 

GACAAGGATTATAACCCACTGATTGGCCGTACTGGTGTTGACGTGGGAAGAGCCTTCTCC 
481 + + + + + _ + 

DKDYNPLIGRTGVDVGRAFS 

GGAGACGACTGGAAAATCACAGCTCGAGCCGGGCTGGGTTATCAGTTCGACCTGCTGGCG 
541 + + + + + + 600 

GDDWKITARAGLGYQFDLLA 

AACGGAGAAACGGTTCTGCAGGATGCTTCCGGAGAGAAACGTTTCGAAGGTGAAAAAGAT 
601 + + + + + + 66Q 

N GETVLQDASGEKRFEGEKD 

AGCAGGATGCTGATGACGGTAGGGATGAATGCGGAAATTAAGGATAATATGCGTTTGGGA 
661 + + + + + + 720 

S RMLMTVGMNAE IKDNMRLG 

CTGGAGCTGGAGAAATCAGCGTTCGGGAAATATAATGTGGATAATGCGATAAACGCCAAC 
721 — — — — ^ ^ + 73Q 

LELEKSAFGKYNVDNAI NAN 



TTCCGTTATGTTTTC 

781 + 795 ■ - ■ - - .n \r 
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Figure 19 



ACCCGTCAACTGTCCGGCCAGATCCACGCGGATATGGCGTCCGCCCAGATTAACGAAAGC 
TRQLSGQIHADMASAQINE S~ + 



CGTTATCTGCGCGATACCGCCACCGAGCGGTTGCGCCAGGCCGATGGCCGCCGCACCGCT 
61 + + + + + + 

RYLRDTATERLRQADGRR TA 

12 1 T ° CGATATCAAAGCGGATCAT ^^ 

S D I KADDNGAWAKLL g"n + ~w"g"~H~ + - 8 ° 

GCTTCCGGCAACGACAACGCTACCGG'^ACCAGACATCCACCTATGGCGTGCTGTTGGGT 
181 — ■+■ — — — — — + — — — ^ — — + — «. — — — + + *>4 0 

ASGNDNATGYQTSTYGVL ~l"g~ + - 

CTGGACAGCGAACTGTTTGACGACGGCCGGCTGGGCGTGATGACCGGGTATACCCGCACG 
241 + + * "** ^ + 300 



LDSEL FDDGRLGVMTGYT 



R T 



TCGCTGGTAGGCGGTCfACAGTCAGTAGTCCACAGCGACACTACACATCTGGGGCTGTAC 
301 + + ^ ^ . ___ + 36Q 



SLVGGLQSVVHSDTT HLGLY 
GGCGACAAACGCTTCGGCGCGTTGGCGCTGCCAGCGGGCGGCACCTATACCTGGCATCGC 
GDKRFGALAL PAGGTYTWH R + 
ATCGACACGTCGCGCTCGGTAAACTACGGCGCGCAGGCGGATCGCGAAAAGGCCCGCTAT 
IDTSRSVNYGAQADREKARY* 



j\ AACGCGCGCACCGGTCAGCTGTTTATCGAAAGCGGCTACGATTGGAGCAACGACGTGGTC 

llj 481 + + + + + + 54Q 

Ji-y NARTGQLFIESGYDWSNDVV 

m AATCTTGAGCCGTTCGCCAACCTGGCGTACACCCACTATCGCAACGAGGGGATCAACGAG 

tfj 541 + + + + + + 600 

ffl NLEPFANLAYTHYRNEG INE 

CAAGGCGGGGCGGCGGCGCTGCGCGGCGATAAGCAAAGTCAGTCCGCCACCGCTTCGACG 
601 + + + + + + 66Q 

QGGAAALRGDKQSQSATAST 

CTGGGCCTGCGCGCCGATACGCAATGGCAGACCGACAGCGTGGCGATCGCCCTGCCGGGC 
661 + + + + + + 720 

LGLRADTQWQTDSVAIALPG 

GAGCTGGGTTGGCAACATCAGTACGGCAAGCTGGAGCGTAAAACACAGCTGATGTTCAAA 
721 + + + + + + 78Q 

ELG WQHQYGKLERKTQLMFK 

781 CGCAGCGATCTCGCG ^ CGACGTCAACAGCGTCC ^ 

RSDVAFDVN S* : V -*P* 'V ' '"s R D % G + A I L' + - 4 ° 

AAAGCGGGCGTCGATGTATCGATTAACAAAAACGTCGTCCTGTCCCTTGGGTACGGCGGG 
841 + + + + + . — + 9Q0 

K A G V D V S I N K N V V L S L G Y G G - : 

C AGCTGTCGTCCAACC ACCAGGAC AAC AGCGTCAACGCCGGCCTGACCTGGCGGTTC 
901 + + + + + 95? 

Q L S S NH Q D N S VNAG L TWR F 
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Figure 20 

ACCCGTCAACTGTCCGGCCAGATCCACGCGGATATGGCTTCCGCCCAGATCAACGAAAGC 
TRQLSGQ I HADMASA Q~~I + ~N~~E~~S~ + f° 

CGTTACCTGCGCGATACCGCCACCGAGCGCTTGCGCCAGGCGGAAGGCCGCCGCACCGCT 
61 — — — — — — — + — — ——+ — — — — — .. — __+_ — _ — _— + _ + _ ^ 120 

RYLRDTATERLRQAEGRR t"a~ + - 

ACCGACATTAAAGCGGATGACAACGGCGCCTGGGCGAAACTGCTGGGTAGCTGGGGGCAT 
121 + + + + + 180 

TDIKADDNGAWAKLLGSWGH 

GCTTCCGGCAACGACAACGCCACCGGTTACCAGACCTCCACCTATGGCGTGCTGTTAGGT 
181. + + + + + 

ASGNDNATGYQTSTYGVLLG 
CTGGACAGCGAACTGTTTGGCGACGGCCGGCTTGGCATGATGACCGGGTATACCCGCACT 
LDSELFGDGRLGMMTGYT R~~T~ + - 



TCGCTGGATGGAGGTTATCAGTCAGATGCTCACAGCGACAACTACCATCTGGGGCTGTAC 
301 + + + + + 

SLDGGY QSDAHSDNYHLGLY 

GGCGACAAACGCTTCGGCGCGTTGGCGCTGCGAGCGGGCGGCACCTATACCTGGCATCGC 
361 + + + + + + 

GDKRFGALALRAGGTYTWHR 
421 ^^^^^^^^^^'^^^^^AA^^A^'^^-^^^^TCGGATCGCGAGAAGGCCAAGTAT 



m IDTSRSVNYGAQSDREK AK Y ' 

L AACGCGCGCACCGGTCAGCTGTTCATCGAAAGCGGCTACGATTGGACGAGCGATGCGGTC 

'~ 481 + + + + + + 540 

rU NARTGQLFIESGYDWTSDA ~V~ - 

I n _ , „ AACCTTGAGCCGTTCGCCAACCTGGCGTATACCCATTACCGTAACGAGGAGATCAACGAG 
~- : 541 — — — — — — — — — — — — — 

5 NLEPFANLAYTHYR n"e"e + ~I~~n"e~ + -°° 

CAAGGCGGGGCAGCGGCGCTGCGCGGCGACAAACAAAGTCAGTCCGCCACCGCCTCGACG 
601 + + + + + + 66Q 

QGGAAALRGDKQSQSATAST 

TTGGGTCTGCGCGCCGACACCGAGTGGCAAACCGACAGCGTGGCGATCGCGCTGCGCGGC 
661 + + + + + + 72Q 

LGLRADTEWQTDSVAIALRG 
721 - AG ^ TGGGTTGGCAGC ATCAGTACG GC AAGCTGGAGCGTAAAACGC AGCTGATGTTC AAA 
ELGW-QHQYGKLERKTQ L + m""f"k" + 

781 CGCACTCATCCGGCGTOCGACGTCAACAGCGTCCCTC ' 1 ^^ 

R T D A A F D V N v S 'V' P V S R D G + A 

AAAGCGGGCGTCGATGTATCGATTAACAAAAACGCCGTCCTGTCGCTTGGCTACGGCGGG 
841 + + . . A , + . 90Q 



KAGVDVS I NKNAVLSLGYGG 

CAGCTGTCGTCCAACCACCAGGACAACAGCGTCAACGCCGGTCTGACGTGGCGCTTC 

+ + + + + c 

Q L S S NH Q D N S V N AG L TW R F - 



Figure 21 
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so 



^ TTCCGTCAGCTGTCGGGGCAAATCCATGCGGACATCGCGTCGGCGCTGGTGAACGACAGC 
FRQLSGQIHADIASAL V + N ~D~~S~ + f° 
^ ^ CGCTACCTGCGTCAGGCGCTGAACGGGCGTCTGCGTCAGGCGGAAGGGCTGGCGAGCTCG 

RYLREALNGRLRQAEGL + A ~S~~S _+ - 2 ° 
TCGGCCATCAAGGCGGACGAGGACGGCGCCTGGGCGCAGCTGCTGGGAGCGTGGGACCAT 
SAIKADEDGAWAQLLGAWD H~ + - 



GCGTCGGGCGACGCCAACGCCACCGGCTATCAGGCCTCGACCTACGGGGTGCTGGTGGGG 
+ + t + + + _ 

AS .GDANATGYQASTYGVLVG 
CTGGACTCGGCGGCGGCGGCCGACTGGCGGCTGGGGGTGGCGACCGGCTACACCCGCACC 



LDSAAAADWRLGVATGYTRT 

TCGCTGCACGGCGGGTATX3GGTCGAAGGCGGACAGCGACAACTACCACCTGGCGGCGTAC 
" + + + " + 360 



SLHGGYGSKADSDNYHLA 



A Y 



L* GGCGACAAGCAGTTCGGGGCGCTGGCGCTGCGGGGCGGGGCGGGCTACACCTGGCACCGC 

- 361 + + + + + + 42Q 

SJ GDKQFGALALRGGAGYTWHR 
O ATCGACACCAAGCGGTCGGTGAACTACGGGATGCAGTCGGACCGCGACACGGCGAAGTAC 

m 421 + + + + + + 480 

gl IDTKRSVNYGMQSDRDTAKY - 

L AGCGCGCGCACCGAGCAGCTGTTCGCGGAAGCGGGCTACAGCGTGAAGGGCGAGTGGCTG 

;=r 481 + + + + + + 54Q 

FU SARTEQLFAEAGYSVKGEWL 



AACCTGGAGCCGTTCGTCAACCTGGCGTACGTGAACTTTGAAAACAACGGCATCGCGGAA 
541 • — — — — — 4. — — — — — — — — — 

NLE PFVNLAYVNFENN G + I ~A~~E~ + - 

AGCGGCGGCGCAGCGGCGCTGCGCGGCGACAAGCAGCACACCGACGCGACGGTGTCGACG 
601 — -»—-— — -»— ——+—— — — — — + — + _ — — + 660 

SGGAAALRGDKQHTDATVST 

CTGGGACTGCGCGCGGACACTGAGTGGCAGGTGAGCCCGGGCACGACGGTGGCGCTGCGC 
661 + + + + + + 72Q 

LGLRADTEWQVS PGTTVALR 

AGCGAGCTGGGGTGGCAACACCAGTACGGCGGGCTGGAGCGTGGCACCGGGCTGCGGTTC 
721 + + * ^ - - -+ 780 



SELGWQHQ .YGGLERGTGLR 



F 



^ AACGGCGGCAACGCGCCGTTCGTGGTGGACAGCGTGCCGGTGTCGCGCGACGGGATGGTC 
NGGNAPFVVD.SV P ' V S R ' D + g"m"v~ + 

CTGAAGGCGGGTGCGGAAGTGGCGGTGAACGAGAACGCCTCGCTGTCGCTCGGCTACGGC 
841 + + + + + __ + 900 

LKAGAEVAVNENASLSLGYG 



GGGCTGCTGTCGCAGAACCATCAGGACAACAGCGTCAACGCCGGCTTCACCTGGCGCTTC 
GLLSQNHQDNSVNAGFTWRF*^ 
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Figure 22 



TTCCGTCAGCTGTCGGGGCAAATCCATGCGGACATCGCGTCGGCGCTC5GTCAACGACAGC 
FRQLSGQI HADIASA L~~V + ~N~~D~~S~ + -° 

CGCTACCTGCGTGAGGCGCTGAACGGGCGTCTGCGTCAGGCGGAAGGGCTGGCGAGCTCG 
61 + + + + + 

RYLREALNGRLRQAEGLASS - 

TCGGCCATCAAGGCGGACGAGGACGGCGCCTGGGCGCAGCTGCTCGGAGCGTGGGACCAT 
121. + + + + + 

SAIKADEDGAWAQLLGAWDH - 

GCGTCGGGCGACGCCAACGCCACCGGCTATCAGGCCTCGACCTACGGGGTGCTGGTGGGG 
181 + + . _______ 240 



ASGDANATGY + QAST ~Y~~G~~V + ~L~ V ~G~ + ? 

CTGGACTCGGCGGCGGCGGCCGACTGGCGGCTGGGGGTGGCGACCGGCTACACCCGCACC 
11 + + + + + ^ 

LDSAAAADWRLGVATGYTRT 

TCGCTGCACGGCGGGTATGGGTCGAAGGCGGACAGCGACAACTACCACCTGGCGGCGTAC 
jl + + + + + 

SLHGGYGSKADSDNYHLAAY - 



GGCGACAAGCAGTTCGGGGCGCTGGCGCTGCGGGGCGGGGCGGGCTACACCTGGCACCGC 
361 + + + + + 

GDK QFGALALRGGAGYTW HR - 

ATCGACACCAAGCGGTCGGTGAACTACGGGATGCAGTCGGACCGCGACACGGCGAAGTAC 
421 + + + + + 

IDTKRSVNYGMQSDRDTAKY 

AGCGCGCGCACCGAGCAGCTGTTCGCGGAAGCGGGCTACAGCGTGAAGGGCGAGTGGCTG 
481 + + + + + 

SARTEQLFAEAGYSVKGEWL - 

AACCTCGAGCCGTTCGTCAACCTGGCGTACGTGAACTTTGAAAACAACGGCATCGCGGAA 

NLEPFVNLAYVNF E~~N~~n"g ~I~~A~~E~ + - 

agcggcggcgcagcggcgctgcgcggcgac aagc agc acaccg ACGCGACGGTGTCG ACG 
601 , + ^ _ + __ _ + 660 

SGGAAALRGDKQHTDATVST + - 

CTGGGACTGCGCGCGGAC ACTGAGTGGC AGGTGAGCCCGGGCACGACGGTGGCGCTGCGC 
661 — — + + + + + + 

L.GLRADTEWQVS PGTTVALR 

AGCGAGCTGGGGTGGCAACACCAGTACGGCGGGCTGGAGCGTGGCACCGGGCTGCGGTTC 
721 + + + + + 

SELGWQHQYGGLERGTGLRF - 

AACGGCGGCAACGCGCCGTTCGTGGTGGACAGCGTGCCGGTGTCGCGCGACGGGATGGTG 
781 + + + + __ gin 

NGGNAPFVVDSVPVS R DGMV, ■-■ 

CTGAAGGCGGGTGCGGAAGTGGCGGTGAACGAGAACGCCTCGCTGTCGCTGGGCTACGGC 
841 + + + + + -+'900 

LKAGAEVAVNENASLSLGYG '- 



GGGCTGCTGTCGCAGAACCATCAGGACAACAGCGTCAACGCCGGCTTCACCTGGCGCTTC 
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Figure 23 

ATTAATGKSCGAAGCCGGTACGTGG^ 
1 + + + ^ _ ^ 6Q 



INGEAGTWVRLLNGSCSAD 



G 



GGTTTCACTGACCACTATACCCTGCTGCAGATGGGGGCTGACCGTAAGCACGAACTGGGA 
GFTDHYTLLQMGAD iT"k" V"~E~"iT"g~ + 

121 ^ TATGGAC J tc> ^ acc ^cgtgatggccacctacactgacacagatgcgtcagcagac 

SMDLFT GVMATYTDT D~~A + ~s"jT~d" + 

ctgtacagcggtaaaacaaaatcatggggtggtggt 

181 + + „„ + + + 

lysgktkswgggfyasglfr 
tccggcgcttactttgatgtgattgccaaata^ 

241 + + + A ^ + 30() 



SGAYFDVIAKYIHNENKYD 



L 



AACTTTGCCGGAGCTGGTAAACAGAACTTCCGCAGCCATTCACTGTATGCAGGTGCAGA^ 
301 - --- + + + ^ . + 360 



NFAGAGKQNFRSHSLYAGAE 
GTCGGATACCGTTATCATCTGACAGATACGACGTTTGTTGAACCTCAGGCGGAACTGGTC 
VGYRYHLTDTTFVEPQ A + E~~l"v~ + 
TGGGG AAGACTGCAGGGCCAAACATTTAACTGGAACGACAGTGGAATGGATGTCTCAATG 
WG.RLQGQTFNWNDSGMDV S~~M~ + 
CGTCGTAACAGCGTTAATCCTCTGGTAGGCAGAACCGGCGTTGTTTCCGGTAAAA 
RRNSVNPLVGRTGVVS G + k"t"f~ + 



AGTGGTAAGGACTGGAGTCTGACAGCCCGTGCCGGCCTGCATTATGAGTTCGATCTGACG 
541 + + * + 600 



SGKDWSLTARAGLHYEFDLT 
GACAGTGCTGACGTTCATCTGAAGGATGCAGCGGGAGAACATCAGATTAATGGCAGAAAA 
DSADVHLKDAAGEHQ I N + G ~R~~K~ + 
GACAGTCGTATGCTTTACGGTGTGGGGTTAAATGCCCGGTTTGGC 

DSRMLYGVGLNARFGD N + T R ~L~ + 



GGGCTGGAAGTTGAACGCTCTGCATTTGGTAAATACAACACAGATG ATGCGATAAACGCT 
721 + + + + 780 



GLEVE RSAFGKYNTDDAIN 

AATATTCGTTATTCATTC 

781 + 798 . , t , . 

N I R Y S F 



A 
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Figure 24 



TCTTTAGAAAGCGCGGCCX3AAGTG 

SLESAAEVLYQFAPKYEKP ~T~* 



AATGTTTC "^CTAACGCTATTGGGGGAACGAGCTTGAATAGTGGCGGTAACGCTTCATTG 

NVWANAIGGTSLNSGG N + A s"l~ + 

TATGGCACAAGTGCGGGCGTAGATGCTTACCTTAACGGGGAAGTGGAAGCCATTC 
121 -+ + + + + - 

.YGTSAGVDAYL.NGEVEAIVG 

GGTTTTGGAAGCTATGGTTATAGCTCCTTTAGTAATCAAGCG 
181 + + + + + 

GFGSYGYSSFSNQANSLNSG - 

GCCAATAACACTAATTTTGGCGTGTATAGCCGTATTTTTC 
241 + + + + _ -ann 

ANNTNFGVYSRIFA n""q""h ~E~ W + - 

301 T "^^ GCTC ^ GG ^GCTAGGGAGTGATCAATCA^ 

FEAQGALGSDQSSLNF K + S ~A~~L~ + 

TTGCGAGATTTGAATCAAAGCTATAATTACTTAGCCTATAGCGCTGCAACAAGAGCGAGC 
3 61 -* + — — — + — — — — — — — 420 

LRDLNQSYNYLAYSAAT R~A~ s" - 

TATGGTTATGACTTCGCGTTTTTTAGGAACGCTTTGGTGTTAAAACCA^ 
421 * + + + + + 48Q 

YGYDF AFFRNALVLKPSVGV 

AGCTATAACCATTTAGGTTCAACCAACTTTAAAAGCAACAGCAATCAAAAA 
481 + + + + + + 

S YNHLGSTNFKSNSNQKVAL 



AAAAATGGTGCAAGCAGTCAGCATTTATTCAACGCTAGTGCTAATGTGGAAGCGCGCTAT 
541 + + + + + + 6Q0 

KNGAS SQHLFNASANVEARY 

^ ^ TATTATGGGGACACTTCATACTTCTAC ATGAACGCTGGAGTTTTACAAGAGTTCGCTAAC 

YYGDTSYFYM + N A G V L Q E + f"a"n~ + 

TTTGGTTCTAGCAATGCGGTGTCTTTAAACACCTTTAAAGTGAATC 
661 + + + + + + 72Q 

FGSSNAVSLNTFKVNATRNP 



TTAAATACCCATGCGAGAGTGATGATGGGTGGGGAATTAAAATTAGCTAAAGAAGTC 

LNTHARVMMGGELKLAK^E ~V~~F~ + 
TTGAATTTGGGCTTTGTTTATTTC^ 

LNLGFVYL H N L I S'" N I ~G~~H + ~f"a"s~ + 



AATTTAGGAATGAGGTATAGTTTC 

841 + + 864 

NLGMRYSF 



